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Fast detection technology for alien invasive fish in ship ballast water
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Abstract:In order to eliminate the potential threat of alien invasive fish in ballast water to the ecological
environment, and solve the shortcomings and limitations of traditional invasive species detection methods,
traditional investigation methods combined with environmental DNA macro barcode technology are used to
identify species and obtain information about target species in a large number of samples in ballast water. A
database of alien fish species is built, and qualitative detection and quantitative evaluation are carried out.
Monitoring theories and methods suitable for China’s national conditions are explored and established to
comprehensively analyze and evaluate the potential invasion risk of fish. Theoretical basis for ballast water
treatment and control in many ports in China is provided, and finally technical support for reducing the invasion
risk of fish and even reaching zero risk is offered.
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